The structure of the title caesium salt with salicylic acid, poly[ 2 -aqua-4 -(salicylato- ] n , represents a second monoclinic polymorph of this compound. The two-dimensional coordination polymeric structure is based on a centrosymmetric dinuclear bridged repeat unit with each irregular CsO 6 coordination polyhedron comprising a 2 -bridging water molecule and 4 -bridging O-atom donors, three from the carboxyl group and one from the phenolic group of the salicylate ligand. The Cs-O bond range is 3.023 (3)-3.368 (4) Å and the CsÁ Á ÁCs separation within the dinuclear unit is 4.9265 (6) Å . The polymeric sheet structure lies parallel to (010) with the water molecule and the phenol group involved in intra-polymer O-HÁ Á ÁO carboxyl hydrogen-bonding interactions.
Structure description
In the title complex salt, [Cs(C 7 H 5 O 3 )(H 2 O)] n (polymorph 2) ( Fig. 1) , although polymorphic with the Wiesbrock & Schmidbaur (2003a) crystal and forming a two-dimensional coordination polymeric structure, apart from the very obvious cell-parameter differences, particularly the disparate values of the unique b axis, the molecular structures are distinctly different. Polymorph 2 is based on a centrosymmetric dinuclear bridged repeat unit with each irregular CsO 6 coordination polyhedron comprising a 2 -bridging water molecule (O1W), and 4 -bridging O-atom donors, three from the carboxyl group and one from the phenolic group of the salicylate ligand. The Cs-O bond-length range is 3.023 (3)-3.368 (4) Å (Table 1 ) and the CsÁ Á ÁCs iii separation within the dinuclear unit is 4.9265 (6) Å . With polymorph 1, the Cs-O range in the CsO 7 coordination sphere is given as 3.071 (3)-3.584 (2) Å (although stated incorrectly as eight-coordinate), this would be reduced to CsO 6 with the last value in the stated range being considered too data reports long for a Cs-O bond (PLATON; Spek, 2009) , with the sixth value being 3.341 (2) Å . The shortest CsÁ Á ÁCs separation in polymorph 1 is also very different [4.1391 (3) Å ].
The polymeric sheet structure in the title complex lies parallel to (010) (Figs. 2 and 3 ) and in the crystal, intra-layer hydrogen-bonding interactions (Table 2) involving H-atom donors of the coordinating water molecule and carboxyl Oatom acceptors are present (Fig. 3) . Also present are short Cs1Á Á ÁC interactions to four of the salicylate ring C atoms [C1 Table 2 ].
With the salicylate anion, the carboxyl group is rotated slightly out of the benzene plane [torsion angle C2-C1-O11-C11 = À167. 4 (4) ], comparing with À168.2 (3) in polymorph 1 and 179.3 (1) in the structure of the parent salicylic acid (Munshi & Guru Row, 2006) . In all of the salicylate structures, including those of the anhydrous Li salt (Smith et al., 2013) , the Li monohydrate salt (Wiesbrock & Schmidbaur, 2003b) and the K and Rb salt (Dinnebier et al., 2002) or salt adducts (Downie & Speakman, 1953) , a short intramolecular phenolic O-HÁ Á ÁO carboxyl hydrogen bond is present. Symmetry codes: (i) x; y; z þ 1; (ii) x À 1; y; z þ 1; (iii) Àx þ 1; Ày þ 1; Àz þ 1.
Table 2
Hydrogen-bond geometry (Å , ). (4) 2.00 (5) 2.867 (5) 165 ( (4) 2.04 (5) 2.848 (5) 151 (6) Symmetry codes: (iv) Àx þ 1; Ày þ 1; Àz; (v) x À 1; y; z.
Figure 1
The molecular configuration and atom-numbering scheme for the centrosymmetric repeat unit in the title complex, with non-H atoms shown as 40% probability displacement ellipsoids. For symmetry codes, see Table 1 . Hydrogen bonds are shown as dashed lines.
Figure 2
A partial extension of the polymeric structure of the title compound.
[Symmetry code: (vi) Àx + 2, Ày + 1, Àz; for other codes, see Tables 1 and  2 .]
Synthesis and crystallization
The title compound was formed in the attempted synthesis of a Cs-aspirinate complex by the dropwise addition of cold 50 wt% aqueous caesium hydroxide solution to a solution containing 100 mg of acetylsalicylic acid in 10 ml of 10 wt% ethanol/water. Room temperature evaporation resulted in a change in the colour of the solution to dark brown, finally giving colourless crystal plates of the title compound from which a specimen was cleaved for the X-ray analysis.
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 3 .
Figure 3
The hydrogen-bonded sheet structure viewed along the a axis. 
